Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.061; wR factor = 0.146; data-to-parameter ratio = 8.7.
The asymmetric unit of the title compound, C 18 H 24 O 6 ÁH 2 O, contains a 14-membered macrolide molecule and a water molecule. In the crystal structure, intramolecular C-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds help to stabilize the molecular conformation, while intermolecular O-HÁ Á ÁO hydrogen bonds link the molecules, forming an infinite network. The absolute configuration was assigned by comparison with related zearalenone compounds, but needs verification.
Related literature
For the extraction of the components of Fusarium sp. 05ABR26 see: Zhao et al. (2008) . For the crystal structure of zearalenol, see: Gelo-Pujić et al. (1994) . For related zearalenone series compounds, see: Zinedine et al. (2007) . For bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data 
Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The title compound, (I), 5'-hydroxyzearalenol is a new natural β-resorcylic macrolide which has recently been isolated (Zhao et al., 2008) from the culture of a marine-derived fungus Fusarium sp. 05ABR26. It is closely related in structure to the zearalenone series compounds (Zinedine et al., 2007) , which show attractive cytotoxic and genotoxic effects. As a continuation of our studies on the secondary metabolites of Fusarium sp. 05ABR26, we report here the crystal structure of 5'-hydroxyzearalenol monohydrate.
In the asymmetric unit of (I) one molecule of 5'-hydroxyzearalenol and one solvent water molecule are observed. The β-resorcylic unit (C1-C7) is essentially planar, with a r.m.s. deviation of the respective atoms of 0.010 (4) Å. The 14-membered macrolide (C1/C6-C8/C10-C18/O4) adopts a twist conformation which is additionally stabilized by weak intramolecular C-H···O and O-H···O hydrogen bond (Table 1) . Otherwise, all bond lengths and angles are within normal ranges (Allen et al., 1987) .
The structure of (I) is built up from the self-assembly of the molecules of 5'-hydroxyzearalenol with water molecules via hydrogen-bond interactions. The water molecule is involved as a donor and accepter of hydrogen bonds. The crystal structure is stabilized by intermolecular O-H···O hydrogen bonds ( Fig. 2 and Table 1) .
It was not possible to accurately determine the absolute configuration of (I) by anomalous dispersion effects in the case of using Mo K/a radiation (0.71073 Å). However, the naturally occurring compounds of the zearalenone series all had the same C3S configuration (Zinedine et al., 2007) , thereofore leading to the assignment of the absolute configurations of C7 and C8 to be S and R, respectively. Nevertheless, this absolute configuration of the molecule needs further verifcatio.
Experimental 5'-hydroxyzearalenol was isolated from 1L culture of a marine-derived fungus 05ABR26 (a Fusarium sp.), affording 9.1 mg by repeated column chromatography on Sephadex LH-20 and Silica gel. Single crystals suitable for X-ray analysis were grown by slow evaporation of a solution of 5'-hydroxyzearalenol in n-hexane:acetone (3:1 v/v) at room temperature.
Refinement
The H atoms of the water molecule were located in a different Fourier map. The remaining H atoms were positioned geometrically and allowed to ride on their parent atoms, with O-H distance of 0.82 Å and C-H distances in the range 0.93-0.98 Å. The U iso (H) values were constrained to be 1.5U eq (carrier atom) for hydroxy and methyl H atoms and 1.2U eq (carrier atom) for the remaining H atoms. 
